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Publications 
Last four years (* Undergraduate coauthors; 1 Corresponding author)
· Anower MR, Fennell A, Boe A, Mott IW, Peel MD, Wu Y1 (2016) Physiological and molecular characterisation of lucerne (Medicago sativa L.) germplasm with improved seedling freezing tolerance. Crop and Pasture Science 67: 655-665
· Anower MR, Boe A, Auger D, Mott IW, Peel MD, Xu L, Kanchupati P, Wu Y1 (2015) Comparative drought response in eleven diverse alfalfa accessions. Journal of Agronomy and Crop Science: doi:10.1111/jac.12156
· Xu Y, Wu Y, Gonda MG, Wu J (2015) A linkage based imputation method for missing SNP marker in association mapping. Journal of Applied Bioinformatics and Computational Biology 4: 1 http://dx.doi.org/10.4172/2329-9533.1000115
· Hanson AA, Xu L, Boe A, Johnson PS, Grates RN, Wu Y (2015) Identification and characterization of drought-tolerant alfalfa (Medicago sativa subsp. falcata) germplasm. Proceedings of the South Dakota Academy of Science 94: 255-264
· Hu T, Niu X, Qi D, Wu Y1 (2015) Optimizing hydrotropic response in the maize primary roots, Acta Ecologica Sinica DOI: 10.5846/stxb201305291225. (in Chinese with a full-length English Abstract)
· Chen J, Hu G, Zhang J, Chu C, Wu Y. 2014. Mapping of STS markers developed from drought tolerance candidate genes and preliminary analysis of their association with yield-related traits in common wheat (Triticum aestivum). Cereal Research Communications 42: 199-208. 
· Anower MR, Mott IW, Peel MD, Wu Y1. 2013 Characterization of physiological responses of two alfalfa half-sib families with improved salt tolerance. Plant Physiology and Biochemistry 71: 103-111
· Liang M, Hole D, Wu J, Blake T, Wu Y1. (2012) Expression and functional analysis of NF-YB genes in barley.  Planta 235: 779-791

Other Relevant Publications

· Chen D, Liang M, DeWald DB, Weimer B, Davis EJ, Peel M, Bugbee B, Wu Y1. 2008. Identification of drought response genes from two alfalfa cultivars using Medicago truncatula microarrays. Acta Physiologiae Plantarum 30: 183-199 
· Okito P, Wu Y, Wang RRC  (2009) Y-genome specific STS marker elucidates the origin of Y genome in polyploid Elymus (Triticeae: Gramineae). Genome 52: 391-400 
· Davis EJ, Chen D, DeWald DB, Shope J, Wu Y1  (2009) Search for new cell wall protein genes in Arabidopsis.  Plant Physiology and Biochemistry   47: 81-85
· Cai X, Ballif J, Endo S*, Davis EJ, Liang M, Chen D, DeWald DB, Kreps J, Zhu T, Wu Y1. 2007. A putative CCAAT-binding transcription factor is a regulator of flowering timing in Arabidopsis. Plant Physiology 145: 98-105
· Zhu J, Chen S, Alveraze S, Asirvatham VS, Schachtman DP, Wu Y1, Sharp RE. 2006. Cell wall proteome in the maize primary root elongation zone. I. Extraction and identification of water soluble and lightly ionically-bound cell wall proteins. Plant Physiology 140: 311-325

· Liang M, Davis E, Gardner D, Cai X, Wu Y1. 2006. Involvement of AtLAC15 in lignin synthesis in seeds and in root elongation of Arabidopsis. Planta 224: 1185-1196
· Cai Xi, Davis EJ, Ballif J, Liang M, Bushman E*, Haroldsen V*, Torabinejad J, Wu Y1. 2006. Mutant identification and characterization of laccase gene family in Arabidopsis. Journal of Experimental Botany 57: 2563-2569
· Liang M, Haroldsen V*, Cai X, Wu Y1. 2006. Expression of a putative laccase gene, ZmLAC1, in maize primary roots under stress. Plant Cell & Environment 29: 746-753 
· Ballif J, Endo S*, Kotani M*, MacAdam J, Wu Y1 (2011) Over-expression of HAP3b enhances primary root elongation in Arabidopsis. Plant Physiology and Biochemistry  49: 579-583 
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